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Abstract: The encoding problem is a most fundamenta issue in DNA based conmputing. Its difficulty lies in how can we assure
thet each code could accurately identify itsdf in linear DNA sequences. Therefore ,how to use thase codes efectively becomes an urgent
problem. In this pgper ,we introduce the concept o template frame and its shift distance property based on the tenplate strategy. Then ,we
study the influence o the length of labels,single labels and multiple labels on the shift distance. The resut shows that the multiple labe
method can improve the shift distance property drameticaly. Fndly ,we paint out some possible directions for further studying.
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